
Evolutionary Relationships Among Influenza Nl NA Genes )I Summary 

I Relatively few Hi viruses isolated and relatively 
little influenza activity associated with HI viruses 

r No new antigenic or genetic variants of HI HA 
have been detected 

I In HI tests using post infection antiserum to the 
#New Caledonia120199 vaccine strain, recently 
isolated HI viruses are well inhibited 

I The NA genes of Nl and N2 subtype viruses are 
similar to those of viruses circulating a year ago 
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Influenza A(H3N2) 

I Influenza A(H3N2) Isolates Characterized by CDC I 
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Influenza A(HlNl)&A(HlNZ)Isolates Identified by CDC Evolutionary RelationshIps Among Influenza A(H1) HA1 Genes 

InfluenzaA(HlN1) 
andA(HlN2) 

Influenza A(H1) Isolates Characterized by CDC 



Evolutionary Relationships Among Influenza A(H3) HA Genes ( 

HI Antibody Response to 2003-2004 Vaccine 
(children 6-23 months of age) 

Summary for H3N2 Viruses 

r H3N2 v,~“J.?s have arculated wdely and have been 
responsible for most reported outbreaks of mfluenza in 
Europe and North Amewa during the 200344 mfluenza 
season 

r AIFu~1anl411/2002-l~ke wruses have predommated; viruses 
that are well InhIbIted by post mfecbon antiserum to the 
A/Panama/2007199 vaccme swam contmue to cwculate 

r Genebc heterogenenty among current H3N2 vwuses has 
been observed but wthout an antagemc correlate 

r Rea.ss.oR”,e”t has occurred among H3N2 wruses such that 
so”,e “,r”ses wth a FUJIan-heage HA have a Chile-lmeage 
NA 

I Evolutionary Relationshlps Among Influenza N2 NA Genes 

Microneutralization Antibody Responses to the H3’ Component 
Among Students Vaccinated with 2003-3004 Inactivated Vaccme 
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Influenza B 



HEMAGGLUTINATION INHIBlTION REACTIONS OF INFLUENZA B VIRUSES 

I Influenza B Isolates Characterized by CDC I 

Evolutionary Relationshaps Among Influenza B/Victoria HA Genes I 

I I 
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I HEMAGGLUlTNAlTON INHIBITION REACTIONS OF INFLUENZA B VIRUSES 

Evolutionary Relationships Among Influenza BlYamagata HA Genes 

Evolutionary Relatmnshaps Among Influenza B NA Genes 



Summary for Influenza B Viruses 

I Vwuses from both the BlYamagata and BNlctorla lmeages 
have contmued to cwculate, however. Bffamsgata wuses 
have predommated overall 

r Relatrvely ltttle Influenza actwty has been attributed to 
Influenza B v,ruses 

7 Most recent Influenza B wruses from the U.S., Europe and 
Asm are most closely related antlgenGilly to 
q /Shanghai/361/2002 and BIJ1l1n/2013002 

I Influenza B neuramimdase gene sequences also form 2 
separate Imeages, the mqonty of recent wruses have NA 
genes from the Yamagata lmeage 

HI Antibody Responses to the kE+ Component Among 
Students Vaccinated with Flumist or Inactivated Vaccine 


